Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.095; data-to-parameter ratio = 11.3.
In the title compound, C 18 H 14 N 4 O 2 ÁC 8 H 6 O 4 , both types of molecule lie on inversion centers. In the N,N 0 -bis(pyridin-3-yl)terephthalamide molecule, the pyridine ring forms a dihedral angle of 11.33 (9) with the central benzene ring. In the crystal, N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds connect the components into a three-dimensional network. 
Related literature

Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SABADS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). 
The molecular structure of the title compound is shown in Fig. 1 . The symmetry unique pyridine ring forms a dihedral angle of 11.33 (9)° with the central benzene ring. In the crystal, N-H···O and O-H···N hydrogen bonds connect the components of the structure into a three dimensional network (Fig. 2 ).
Experimental N,N'-di(pyridin-3-yl)terephthalamide (0.2 mmol) and terephthalic acid (0.2 mmol) was sealed in a teflon reactor with 6 mL water, and heated at 433 K for 2 days, and then cooled to room temperature. The single crystals were obtained by slow evaporation.
Refinement
H atoms bonded to C atoms were placed in calculated positions with C-H = 0.93Å and included using a riding-model approximation with U iso (H) = 1.2U eq (C). H atoms bonded to O and N atoms were refined independently with isotropic displacement parameters. Figures   Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level (symmetry code; (A) -x + 1, -y + 1, -z + 1; (B) -x + 2, -y + 2, -z + 1). Hydrogen atoms bonded to C atoms are not shown. 
